Microbes: Identifying the Fecal Source

(n = 86 samples from 82 wells) (red font indicates pathogenic)

Concentration
Host Microorganism Wells (gene copies/L)

Adenovirus A 1 1

Bacteroidales-like Hum M2 4 <1-22
Hum_a_n- Human Bacteroides 17 2-235
specific Cryptosporidium hominis 1 qualitative

All 18

Bacteroidales-like Cow M2 2 29 - 915

Bacteroidales-like Cow M3 4 3 —49818
Bovine- Bovine Bacteroides < 1-42398
specific Bovine polyomavirus 8 2 - 451

Bovine enterovirus 1 4

All 26

Not detected: [human-specific] adenovirus B & C, D, F, enterovirus, human polyomavirus, norovirus Gl & Gl
[bovine-specific] coronavirus, bovine diarrheal virus 1 & 2
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Microbes: Identifying the Fecal Source

(n = 86 samples from 82 wells) (red font indicates pathogenic)

Concentration

Host Microorganism Wells (gene copies/L)
Cryptosporidium parvum 6 qualitative
Pathogenic E. ¢oli (eea gene) 1 4
Pathogenic E. coli (stx1 gene) 1 16
Pathogenic E. coli (stx2 gene) 1 1

Non- Pepper mild mottle virus 11 2-210

specific Rotavirus A (NSP3 gene) 13 <1 -—4481
Rotavirus A (VP7 gene) 7 <1-732
Rotavirus C 3 45 - 1301
Salmonella (invA gene) 3 <1-13
Salmonella (ttr gene) 5 5-59
All 29

Total positive wells 52 <1-49818

Not detected. Campylobacter jejuni, Giardia lamblia
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Groundwater Levels during MST Sampling

USES 4435350873454601 KH=-25/24FE/34=-8183
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Grounduwater lewvel above HAYD 1988, feet

Apr @1 Hay 81 Jun 81 Jul 81 Aug 81 Sep 81 Oct 81 Hov 81
2816 2816 2816 2816 26816 2816 2815 28186

- Depth to water level == Period of provisional data
w=w= Period of approved data
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From Farm Field to Household Well

| Manure applied Oct 26,2016 | | > 1inch rain Oct 27,2016 | |

House near field ‘

‘ Farm field sampled Oct 28, 2016

Tap water Oct 28, 2016 |

Bovine Bacteroides
Bovine enterovirus
Bovine polyomavirus
M2 Bacteroides-like
M3 Bacteroides-like

Rotavirus A NSP3
Rotavirus AVP7
Rotavirus C

Bovine Bacteroides
Bovine enterovirus
Bovine polyomavirus
M2 Bacteroides-like
M3 Bacteroides-like
Campylobacter jejuni
Cryptosporidium
Rotavirus A NSP3
Rotavirus A VP7

Rotavirus C
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From Farm Field to Household Well

| Manure applied Oct 26,2016 | | >1inchrain Oct27,2016 | |  House nearfield |
| Neighbor’s well sampled Oct 31,2016 | | Tap water Oct 28, 2016 |
Bovine Bacteroides Bovine Bacteroides
Bovine enterovirus
Bovine polyomavirus Bovine polyomavirus
M2 Bacteroides-like M2 Bacteroides-like
M3 Bacteroides-like M3 Bacteroides-like
Campylobacter jejuni
; Cryptosporidium
Rotavirus A NSP3 Rotavirus A NSP3
Rotavirus AVP7 Rotavirus A VP7
Rotavirus C Rotavirus C
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